Table S1. Bacterial strains and primers used in this work.

Number Description/Sequence Source/Reference

Strain number Strain description/genotype Source
YP03.5 Yersinia pestis CO92, wild-type (pCD1*, pMT1", pPCP1", pgm™) 1
YP489 Y. pestis CO92 Ayop [AyopE AKO1 (yopH, ypkA, yopd), AKO2 (yopT, yopM, yopQ)] This study
YP266-1 Y. pestis CO92 AyopE 2
YP373-1 Y. pestis CO92 AyopH 3
YP100 Y. pestis CO92 AyopJ 2
YP268-1 Y. pestis CO92 AyopT 2
YP267-1 Y. pestis CO92 AyopM 2
YP269-1 Y. pestis CO92 AypkA 2
YP487-1 Y. pestis CO92 AyopE/yopH/yopJ/ypkA This study
YP528 Y. pestis CO92 Ayop T/yopM/yopQ This study
YP493 Y. pestis CO92 AyopE/yopH This study
YP529 Y. pestis CO92 AyopE/yopJ This study
YP500-2 Y. pestis CO92 AyopE/ypkA This study
YP526 Y. pestis CO92 AyopH/yopJ This study
YP525 Y. pestis CO92 AyopH/ypkA This study
YP522 Y. pestis CO92 AypkA/yopd This study
YP520 Y. pestis CO92 yopE only [AKO1 (yopH, ypkA, yopJ) AKO2 (yopT, yopM, yopQ)] This study
YP517-1 Y. pestis CO92 yopH only [AyopE AKO2 (yopT, yopM, yopQ) ypkA-yopdJ::kan] This study
YP533-2 Y. pestis CO92 yopEH only [AKO2 (yopT, yopM, yopQ) AypkA-yopJ] This study
YPI1134-1 Y. pestis CO92 YopE-TEM 4
VK148 Klebsiella pneumoniae KPPR1S, Rif® and Str® derivative of ATCC 43816 5
KE52 Escherichia coli S17 pSR47S-KO1 This study

Primer number Primer name and Sequence Source
BG2930 yopE up F, 5-TAGTGAGTTATTATCCAGGCTGTTC-3’ This study
BG2931 yopE up R + P1,5-GAAGCAGCTCCAGCCTACACCATGACTATTTATTACCTTGGCTATTA-3’ This study
BG2932 yopE down F + P4, 5-GGTCGACGGATCCCCGGAATTGATATGGATAAAAACAAGGGGATAG-3’  This study
BG2933 yopE down R, 5’-ATGTACCTGTGAGCCATCGTTTAAT-3’ This study
BG2971 KO1 upstream F, 5- GTCGACAATATGCCACCCGTTATCTATG-3’ This study
BG2972 KO1 upstream R, 5'-GGATCCCACCACTTTGCCAATCAAAGAAAC-3’ This study
BG2973 KO1 downstream F, 5-GGATCCCATGCTTTACTCATCCCCAT-3’ This study
BG2974 KO1 downstream R, 5’-GCGGCCGCATTCTGGGACGGGTTTAATC-3’ This study
BG2977 KO2 upstream F, 5-GTCGACAACAGGGCATGGCACCTCCC-3’ This study
BG2989 KO2 upstream R + P1, 5’-GAAGCAGCTCCAGCCTACACGGATGAAGCTATATTAAAGAG-3’ This study
BG2990 KO2 downstream F + P4, 5-GGTCGACGGATCCCCGGAATCATATTGAATGCCTTTCTG-3’ This study
BG2978 KO2 downstream R, 5’-GCGGCCGCCCCTGACGGTTTCAAAA-3’ This study
BG3006 KO1 site R, 5-GCCCATAGACTCCTCCTATGCTTAAG-3’ This study
BG3011 yopH up F, 5-TCGCACGGAAAACTGCATCC-3’ This study
BG3012 yopH up R + P1, 5-GAAGCAGCTCCAGCCTACACCATGCTTCCCTCCTTAATTAA-3’ This study
BG3013 yopH down F + P4, 5-GGTCGACGGATCCCCGGAATTAATGTAAATATTTATTCCT-3’ This study
BG3014 yopH down R, 5’-GGCGGTGGTACTAAAAATAGG-3’ This study
BG3019 yopJ up F, 5-TTGCGAGAGCTGACGACCATC-3’ This study
BG3020 yopJ up R + P1, 5-GAAGCAGCTCCAGCCTACACCATTTATTTATCCTTATTCAGGG-3’ This study
BG3021 yopd down F + P4, 5-GGTCGACGGATCCCCGGAATTAATGTATTTTGGAAATCTTGCTCC-3’ This study
BG3022 yopJ down R, 5’-CTGGGTATCGGTGCTATGATCG-3’ This study
BG3043 ypkA up F, 5’-CCATCCGATATATCAGTTTCCAACTG-3’ This study
BG3044 ypkA up R + P1,5-CCATCCGATATATCAGTTTCCAACTG-3’ This study
BG3045 ypkA down F + P4, 5-GGTCGACGGATCCCCGGAATCATGCTTTACTCATCCCC-3 This study
BG3065 ypkA-yopJ up F + P1, 5-GAAGCAGCTCCAGCCTACACCATGCTTTACTCATCCCC-3’ This study
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